Lavin A. Joseph

920 Cedar Bluff Trail, SW, Lilburn, GA 30047
Telephone: 703-283-5068 • ljoseph1000@yahoo.com


EDUCATION

2022-2026 (Anticipated)
Doctor of Public Health Candidate, University of Georgia, Athens, Georgia

2000-2002


Master of Science in Food Science and Human Nutrition 
(Food Microbiology), University of Florida, Gainesville, Florida




Thesis:  The Role of Capsular Polysaccharide, Growth Conditions, and Substrate on Biofilm Formation of Vibrio vulnificus

1996-2000


Bachelor of Science in Microbiology and Cell Science 



Minors: Chemistry and Sociology, University of Florida, Gainesville, Florida

WORK EXPERIENCE

10/2007-Present
Microbiologist (GS-0403-12/10); 40 hours/week; $119,463/year

Centers for Disease Control and Prevention, Atlanta, Georgia

Leadership Experience

· Managed team members to produce daily deliverables within tight deadlines as Routine Reporting Team Lead during the COVID-19 response (30-day detail) 
· Selected and supervised two Georgia Institute of Technology interns to assist with performing PFGE on Salmonella isolates from food sources as well as safety and Quality Management System (QMS) activities

· Selected and supervised three ORISE fellows to manage the Campylobacter whole genome sequencing (WGS) database as well as identify and track Salmonella clusters/outbreaks
· Coordinate management of the Campylobacter and Cronobacter national databases (co-coordinate management of the Salmonella national database) for identification of disease clusters and check data quality
· Co-lead PFGE/WGS and data analysis training for 12-30 domestic and international public health laboratorians

· Completed the Emerging Leadership Certificate Program

Research/Public Health Experience

· Identify national Campylobacter outbreaks using core genome multilocus sequence typing (cgMLST) 

· Lead multidisciplinary projects developed to determine the diversity and antimicrobial resistance of Campylobacter and Salmonella from food and zoonotic sources
· Communicate Cronobacter WGS subtyping expertise in various workgroups

· Take an active role in developing and testing the PulseNet 2.0 platform which will be an open source web-based system for foodborne disease cluster detection of foodborne pathogens in the United States

· Provide PFGE/WGS data and troubleshooting assistance to public health laboratories and CDC epidemiologists

· Optimized and validated PFGE assays for subtyping foodborne bacteria

· Optimized and validated ELISA assays for detection of botulism neurotoxin types A, B, E, and F

· Optimized and validated real-time PCR assays for detection of C. botulinum types A-G on the Lightcycler and ABI7500 Fast platforms

· Developed, optimized and validated probes to perform molecular subtyping of C. botulinum strains using focused microarrays

International Experience

· In May 2024, attended the PulseNet Middle East meeting as the CDC Atlanta representative to help facilitate improving foodborne surveillance in the region (Muscat, Oman)
· In July 2019, trained colleagues in the Middle East on analyzing and interpreting WGS data (Muscat, Oman)
· In August 2017, trained colleagues in South America on performing sequencing and interpreting this data (Santiago, Chile)
· In December 2016, trained colleagues in the Middle East on performing PFGE and interpreting this data (Dubai, UAE)
Workgroups
· Justice, Equity, Diversity, and Inclusion (JEDI) workgroup: Promoted health equity activities within the Enteric Disease Laboratory Branch (EDLB)

· Health Equity Mission Coordination Team (MCT): EDLB representative and served as liaison between branch and the Division of Foodborne, Waterborne, and Environmental Diseases on health equity activities

· Surveillance and Informatics Advisory MCT: EDLB representative and served as liaison on identifying informatic related activities that can benefit the branch and division

· Genomics for Food Safety Metadata Workgroup: CDC lead who provides input on metadata inclusion and standardization from the CDC perspective
· QMS Representative: Participate in branch-level and lead team-level QMS activities (developing documents, training, leading competency assessments)

· Interagency Food Safety Analytics Collaboration P30 Workgroup: Provide data and input on using Campylobacter WGS data and case interview results for a source attribution study

08/2005-09/2007
Senior Research Associate I; 40 hours/week                                                       


IOMAI Corporation, Gaithersburg, Maryland

Research Experience

· Assisted in the pretreatment and immunization of guinea pigs, mice, and rabbits (GLP) with inactivated influenza vaccines (including the H5N1 subtype) and purified Escherichia coli Heat Labile Toxin (LT)

· Determined serum IgG and mucosal IgA titers specific to influenza and LT in immunized guinea pigs and mice using the  ELISA assay

· Quantified serum neutralizing antibody titers specific to influenza in immunized guinea pigs using the Hemagglutination Inhibition Assay (HAI)

· Performed spleenectomy and lymph node extraction in addition to lung washes on immunized mice and guinea pigs for ELISPOT (enumeration of cytokine producing cells) and ELISA (determination of mucosal antibody titer)

· Manufactured pretreatment devices and patches for use in clinical trials in a GMP environment

· Assisted in the production and purification of mutant LT cloned in Pseudomonas fluorescens
2004-2005
Scientist; 40 hours/week                                                                                                                                                  


Advanced Biosystems, Inc., Germantown, Maryland

Research Experience

· Cloned, induced expression, and purified metalloproteases of Bacillus anthracis for antibody production in mice  

· Examined various treatments on the infection of Bacillus anthracis in the murine model

· Grew various biodefense related bacteria for challenge in murine models, such as Bacillus anthracis Sterne, Yersinia pestis (vaccine strain), and Francisella tularensis (vaccine strain)

· Performed ELISA to titrate antibody concentration of murine 
IgG antibodies specific to peptides and/or biological threat bacteria injected into mice

2003-2004
Staff Scientist/Shift Leader; 40 hours/week                                                                                                                


Midwest Research Institute, Rockville, Maryland

                                               Leadership Experience
· Supervised laboratory scientists in the detection of biological threat agents from environmental samples using Taqman PCR, Electrochemiluminescence (ECL), and microbiological techniques

· Reviewed data produced from assistant and associate scientists for thoroughness and interpreted results from the data

· Communicated with clients the outcome of the laboratory tests for the detection of biological threat agents in the environmental samples

2002-2003
New York State Emerging Infectious Diseases Fellow; 40 hours/week                                                              


New York State Department of Health, Albany, New York

Research/Public Health Experience

· Coordinated and executed Retail Food Study for New York State involving the isolation and identification of Salmonella and Campylobacter species from various meats purchased from local supermarkets in collaboration with the Centers for Disease Control and Prevention and the Food and Drug Administration

· Optimized Taqman PCR primers and probe specific for detection of Listeria monocytogenes for use in food and/or clinical samples

· Drafted Standard Operating Procedure (SOP) for detection of Listeria monocytogenes in clinical samples using a Taqman-based assay

· Utilized PFGE to analyze genetic similarity of bacteria isolated from clinical and/or food samples

· Identified various strains of enteric bacteria from patient samples employing diverse biochemical methods

· Determined antibiotic resistance of Salmonella isolates extracted from clinical and food samples using the Kirby-Bauer method.
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LaGier, M.J., L.A. Joseph, T.V. Passaretti, K.A. Musser, and N.M. Cirino.  2004.  A real-time multiplexed PCR assay for rapid detection and differentiation of Campylobacter jejuni and Campylobacter coli.  Mol. Cell. Probes.  18:  275-282.   
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RECENT PRESENTATIONS
Joseph, L.A. 2024. Development of Novel Whole Genome Sequencing Databases. Presented at InFORM 2024 conference in Washington, DC.
Evans, P., D. Weller, Z. Cui, N. Golden, T. Greenlee, K. Hiett, L. Joseph, H. Shah, R. Tierney and Beau Bruce. 2024. Preliminary Campylobacter attribution using sporadic case data obtained from state and local health department investigations.
Presented at InFORM 2024 conference in Washington, DC.

Joseph, L.A., T. Griswold, E. Vidyaprakash, S. Im, G. Williams, K.B. Hise, and H. Carleton. 2022. Evaluation of Whole Genome Sequencing for Campylobacter Surveillance and Outbreak Detection.

Presented at Campylobacter, Helicobacter, and Related Organisms (CHRO) Conference in Yangzhou, China.

Presented at ICEID in Atlanta, GA

Presented at the virtual InFORM 2022 conference
Joseph, L.A., L. Francois Watkins, J. Chen, K. Tagg, C. Bennett, H. Caidi, J. Folster, M. Laughlin, L. Koski, R. Silver, L. Stevenson, S. Robertson, J. Pruckler, M. Nichols, H Pouseele, H.A. Carleton, C. Basler, C. Friedman, A. Geissler, K.B. Hise, and R.D. Aubert. 2018. Use of Whole Genome Sequencing during a Multistate Outbreak of Multidrug Resistant Campylobacter jejuni Linked to Pet Store Puppies.
Presented at ASM Microbe and ICEID in Atlanta, GA.

Joseph, L., H. Carleton, D. Wagner, M. Hughes, E. Trees, J. Pruckler, G. Williams, K. Hise, H. Pouseele, and C. Fitzgerald, 2017. Evaluation of Whole Genome Sequencing for Campylobacter jejuni Surveillance and Outbreak Detection.
Presented at Campylobacter, Helicobacter, and Related Organisms (CHRO) Conference in Nantes, France.
AFFILIATIONS

2014-Present
Sigma Xi (CDC Chapter)

2000-Present
American Society for Microbiology

SKILLS

Experience in growth and isolation of bacteria (aerobic and anaerobic), bacterial identification utilizing biochemical tests, DNA extraction, WGS (MiSeq), PCR (conventional and real-time),  probe/primer design, DNA microarray analysis, PFGE, ELISA, ELISPOT, Bioplex/Luminex, Hemagglutination Inhibition Assay, colony blot hybridization, transformation, transfection, SDS-PAGE, protein purification, western blot, and animal experience utilizing murine and guinea pig models, data analysis and visualization using BioNumerics, iTOL, R, BLAST, MEGA
